
200 400 600 800 1000

0.
00

0
0.

00
2

0.
00

4
0.

00
6

0.
00

8
0.

01
0

Fragment Length Distribution

Mean =  170.1 , Std =  45.9
Fragment Length

P
ro

ba
bi

lit
y



50 60 70 80 90 100

0.
6

0.
8

1.
0

1.
2

1.
4

Read Length Distribution

Mean =  75 , Std =  0
Read Length

P
ro

ba
bi

lit
y



1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

Read Start Position Distribution

Bin #

P
ro

ba
bi

lit
y

0.
00

0.
02

0.
04

0.
06

0.
08



10 20 30 40

5
10

15
20

25
30

Observed Quality vs. Phred Quality Score

Phred Quality Score

O
bs

er
ve

d 
Q

ua
lit

y

●
● ●

● ●
●

●

●

● ●

●

● ●

●
●

●

● ●
●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

● ●
●

●

●

A
C
G
T



0 4 8 12 17 22 27 32 37 42 47 52 57 64 76

Histogram of Alignments per Fragment

Alignments per fragment

N
um

be
r 

of
 fr

ag
m

en
ts

0e
+

00
2e

+
06

4e
+

06
6e

+
06

8e
+

06


